
Top 50 features with significant associations (−log(qval)*sign(coeff))
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diagnosis
dysbiosis_binary
antibiotics
dysbiosisC

D
dysbiosisnonIB

D

Bacteroides.dorei
Bacteroides.finegoldii
Coprobacillus.unclassified
Parabacteroides.goldsteinii
Clostridium.clostridioforme
Roseburia.intestinalis
Subdoligranulum.unclassified
Veillonella.parvula
Bacteroides.ovatus
Alistipes.shahii
Ruminococcus.bromii
Ruminococcus.callidus
Alistipes.putredinis
Odoribacter.splanchnicus
Barnesiella.intestinihominis
Parasutterella.excrementihominis
Bacteroides.uniformis
Bacteroides.fragilis
Bacteroides.stercoris
Bacteroides.vulgatus
Bacteroidales.bacterium.ph8
Flavonifractor.plautii
Faecalibacterium.prausnitzii
Escherichia.coli
Bacteroides.salyersiae
Eubacterium.siraeum
Clostridium.nexile
Roseburia.inulinivorans
Roseburia.hominis
Ruminococcus.obeum
Bacteroides.xylanisolvens
Oscillibacter.unclassified
Coprobacter.fastidiosus
Parabacteroides.unclassified
Prevotella.copri
Escherichia.unclassified
Bilophila.unclassified
Coprococcus.comes
Streptococcus.salivarius
Akkermansia.muciniphila
Eubacterium.eligens
Lachnospiraceae.bacterium.3.1.46FAA
Clostridium.symbiosum
Klebsiella.pneumoniae
Parabacteroides.merdae
Bacteroides.faecis
Bacteroides.massiliensis
Eubacterium.rectale
Bifidobacterium.bifidum
Clostridium.bolteae
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